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MonekyJasipHO-TeHeTHYeCKOe TeCTHPOBaHHWe € HeJbI0 HHAWBHIYAJH3UPOBAHHOTO HAZHAYEHHUS Te-
panum siBJsieTCsl HEOTheMJIeMbIM KOMIIOHEHTOM COBpPEMEeHHO#i MPaKTH4ecKOil OHKOJOTMU U TMO03BO-
JsieT 3HAYMTEJbHO YBEJIHYNTHh NMPOJOLKATENBHOCTD KU3HU 001bHBIX. K aHanM3mpyeMbIM MoJIeKy-
JIIPHBIM COOBITHSIM NPH ITOM OTHOCSITCS KakK moBpexaenus oraeabHbIX renoB (EGFR, KRAS u ap.),
TAK M HEKOTOpble MHTErpajbHble XaPAKTEPHCTHKH OIYX0JIeBOI0 IeHOMAa, HanpuMmep, CyMMapHasi
MyTAIMOHHasi HArpy3ka (tumor mutation burden, TMB) nin npusHaku aepunuTa onpeneJaéHHOro
3BeHa cuctembl penapanun JJHK (MuxkpocareqsiMTHass HecTa0WIbHOCTb, JAeUIMT rOMOJOTHYHOM
pexomOnnanuu JHK n 1. 1.). CriekTp KJIMHAYEeCKH 3HAYMMBbIX FeHeTHYeCKIX MAPKePOB MPOAOJIKAaeT
paclIUpATHCS, 2 HEKOTOPbIe U3 HUX MPUHOOPETAIOT CTATYC «ATHOCTHYECKHUX», T. €. HHGOPMATUBHBIX
NPH OIYXOJIAAX CAMBIX Pa3HBIX JOKaJU3anuil. B ¢BA3KM ¢ 3TMM HalaI00aeTcd TEHACHIMS 3aMeIleHns
TeCTHPOBAHMSA OT/EeJIbHBIX F'€HOB MCIO0JIb30BAHNEM MYJIbTHTCHHBIX MaHeJel, M03BOJISIOIMMNX eMHOB-
PEMEHHO OLCHHMTH CTAaTyC BCeX 3HAYMMBIX NPEIUKTHBHBIX MapKepoB.
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Molecular genetic testing is an essential component of modern practical oncology. It is aimed at individualized therapy pre-
scription and can significantly improve the life expectancy of patients. The analyzed molecular events include alterations affecting
single genes (EGFR, KRAS, etc.), as well as integral characteristics of tumor genome, for example, total tumor mutation burden
(TMB) or deficiency of certain types of DNA repair (microsatellite instability, homologous DNA recombination deficiency, etc.).
The spectrum of clinically relevant genetic markers continues to expand, and some of them acquire the status of “agnostic”, i.e.,
applicable to tumors of various origin. As a consequence, there is a trend toward substitution of individual gene testing with
the use of multigene panels allowing simultaneous assessment of all significant predictive markers.
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